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Introduction 
 
The examples below illustrate the use of Jasper OLAP, an open source web-based 
OLAP (on-line analytical processing) system, to explore data generated by the Human 
Immune Monitoring Center (HIMC) and integrated into the Stanford Data Miner. 
 
While your data may not match these examples, the instructions should give you a 
sense of how to: 
 

1) Expand (drill down) and collapse data views 
2) Change the active values in a dimension 
3) Change dimensions on rows and columns 

 
Feel free to explore.  Your actions will not modify the underlying data. 
 
 
1.  Expanding and collapsing a data view 
 
 
Upon login, select an Analysis View from the right-hand menu: 
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This will take you to the main OLAP interface: 

 
 
Expand the data by clicking on any of the + signs: 
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( Collapse data by clicking on a - sign.) 
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2.  Changing the selected values in a dimension 
 
To modify the view, click on the cube icon in the tool bar: 
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Click on Measures to modify the selection of dimension values.  Deselect N (the 
number of data points) by clicking on the checkbox.   
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Click OK twice to return to the active view: 
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3.  Changing the dimensions on rows and columns  
 
When editing the view, dimensions can be moved to rows or columns by clicking 
on the little boxes next to them.  When you hover over the icon, an explanation 
appears.  To remove a dimension from the rows or columns, click on the filter 
icon.  In this example, we’ve moved Stim to Columns and Sample Type to 
Filters. 
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In addition, we can select various levels of the Analyte Tree: 
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After returning to the main view, and expanding the dimensions, we are able to 
compare the effects of various cytokine stimulations on CD4+ T cells and Monocytes: 
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4.  Other notes and tips 
 
There are 3 sample types defined in the data model.  They are person, control, and 
standard.  Use filters or the sample type dimension to inspect the appropriate data. 
 
The various units (pg/ml, avg MFI, Freq of Parent) are classified by Unit Type as 
primary or standard.  Use filters or the dimensions to pick the appropriate units. 
 
Data in a view can be sorted by clicking on the small dot at the top of a column. 
 
 


